(a). Scatter plots of intensities of the peaks detected by two serial TOF-SIMS analyses in positive and negative modes (left and right panels, respectively). The data for two different regions were combined for the scatter plot analysis. (b). Scatter plots of intensities of the 426 shared peaks detected by TOF-SIMS and Meta-SIMS analyses in positive and negative modes (left and right panels, respectively). The data obtained for 50 different regions were combined for the scatter plot analysis. (c). Distribution of correlation coefficients for the 50 different regions analyzed by MD-SIMS. For the comparison, the correlation coefficients for the two serial TOF-SIMS analyses for regions 1 and 2 were indicated by the green arrows.
identified peaks in TOF-and MetA-SIMS data, respectively; Y-block, binary vector in which ones and zeros represent ovarian cancer and normal samples, respectively. Table S3 . Molecules assigned for 22 discriminatory ions. The table includes 1) up-or down-regulation of the ions in ovarian cancer tissues, compared to adjacent normal tissues, 2-3) classes and sub-classes of the molecules assigned to the discriminatory ions, 4-5) names and chemical formula of the molecules, 6) whether the ions are protonated or fragments ('Species'), 7) m/zs, 8) whether the corresponding discriminatory peaks were identified from TOF-or MetA-SIMS analysis ('SIMS'), 9) whether the peaks were observed in the positive or negative mode ('polarity') and 10) references where we obtained the information of the TOF-SIMS peaks corresponding to the discriminatory ions. 
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